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53 % 4 Contact Name BT Tel ( )
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1* &3 {4 it Sample information
# & & fL e % 7% Sample name e #r Jf, ¥ #& Taxonomy (genus/species)
% & % /& sample source : O # ¥ Animal (0Tissue oOCulture cell oSerum) o £+ Plant o #c# # Microorganism
&k 6 sample status ©° 0 F A&k Powder o -kiA % Solution o %348 Gel (Gel photograph oY o N)

4_7% % B f salt containing? o0 No o Yes:
2FE 773 '}ﬁ'-‘;:’%’é’wj Detergent containing? ©No o0 Yes: oSDS oTriton-100X oOthers:

¥-¢ F/PLE5¥g#k & Protein / Peptide sample

1. &3¢ sample type --- O protein O peptide

2. 4 ¢ = ;% stain method --- 0 Coomassie blue stain o Silver stain oOthers:
3. %34 + & approximate mass kDa

4. 3¢ F 7 £ protein content oug omM

5. ¥ it 1% 4% & variable modification:

16, ki3 7 4k &2 % B &% main solvent of liquid sample:

) A3 it & %% 2 £ Small molecule quantification '1‘ & 3 it & $ 214 Small molecule identification
1. P % & 3 & Target monoisotopic mass . &P P {&/#E Detection Target / Amount :
2. P RS A N s B4 s R85 Stock Img/ ik 20ul 4| o I 4 Positive Ton /

FoEdpM RY )?L > Please provide the target compound's molecular oTop 10  oTop:

formula, chemical structure, a minimum of 1 mg (powder) or 20 uL| o # %3 Negative lon /

(stock solution) of the standard, and relevant references. oTop 10  oTop:

PP R 5T 2 5 Please describe the sample preparation method :

o 21 & $ #2_Volatile Compound analysis
1. ¥ &k f& sample status © O ;% #& Liquid o # & Gas
2. &% F & SPME jk45/% P~ SPME Concentration/Extraction : oY oN

¥ &% 73 Sample Storage 0-20°C (defult) ©o4°C o3 RT of # other:

¢ ;‘j——‘F‘," % 3L User’s message about the sample (3353t i e 5 243 4 47 h 3R

EN

A
%

SR BE R TE S & ° We do not accept radioactive samples and toxic samples.

P = 5 227 75 B B oA o 155320k & 0.19% formic acid - Please try to reduce
the salt ontent eSpeCIaIIy the phosphate and detergent Please store the sample in water or 0.19; formic acid.

%O HE > ’Fﬁ‘ TiER 0 F AR &1%" s » & & {74 &4 7 ° For first-time external clients, sample analysis will commence
only after the payment has been completed.
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= o This lab is a non-certified facility. Our results are for academic research use only and are strictly prohlblted from being

used for legal, promotional, or commercial purposes. Please note that no re-testing services are provided. By submitting this

application, you agree to these terms and accept responsibility for the quality and representativeness of your samples.
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IBulk Submission Discounts: > 10 samples: 5% off; > 20 samples: 10% off; > 30 samples: 15% off, > 50 samples: 20% off.

SR . T H§() FerhE (/R A i s
# JRA%IE P (i€ * ik %) Service Item (Instrument) % 3% Notes
(NTD; on-campus) | (NTD before tax; off-campus) | Amount

LEE S A Peptide/ Prot . .

1-1 Sk £ 7l % Peptide/ Protcin 800 /sample 1,500 /sample #& & 7% B - Mass Spectra & Mass List Provided.
Mass Analysis (MALDI-TOF)

¥ i #2_Protein Identification I

2-1 (%\7[11?{];1 T OFI; rotein Identification 1,000 /sample 2,000 /sample # & Mascot 88 v #% % o Mascot PMF search results provided.

9. F—v B ¥ 4~ &2 Protein Identification II 2,000 /sample 3,000 /sample kA7 ¥ & 70 ~ 48 ~ $% i- Mascot # %8 (MS/MS Ion search) % % ° 70-minute LJ
(LC/MS/MS) gradient / Mascot (MS/MS Ion search) results provided

2.3 F-v gr ¥ /> #7_Protein Identification IIT 3,000 fsample 4,000 fsample & 7 B 150 4 48 ~ 3% & Mascot 4 (MS/MS lon search).% % - 150-minutg
(LC/MS/MS) LC gradient / Mascot (MS/MS Ton search) results provided

3.1 i ] & F 1Y & 3~ #2_Positive Small 2,000 fsample 3,000 fsample FEDT T MELT 10 RAFR &P - F# B o Positive Ion Mode: Top 10
Molecule Identification (LC/MS/MS) predicted compound identifications and mass spectra provided.

R AP A Negative Small BE DB 10 BIFR & F - F B o Negative Ion Mode: Top 10

3o [P RS E A Neg 2,000 /sample 3,000 /sample A TRET 10 IR E &8 JTHR - Negative Ton Mode: Top
Molecule Identification (LC/MS/MS) predicted compound identifications and mass spectra provided.
oo i & e FR -4 4o v 4 Small Molecule 500 /10 . w11 55425 10 1 % ® =42 § o Charging in units of 10 for every additional 10|

3-3 ) . . . ; i 500 /10 candidates )
Identification - Additional Library Matching candidates items beyond Top 10.

& v & F 2 E Small Molecul

34 é - ﬁ'canj; (ic /MISI;;/IS) oleedie 2,000 /sample 3,000 /sample # £% $ 2§ #cdh - Absolute quantification results provided.
JaFME TR ERRERGES dogr ERESR 99%M BRSPS Bk £ 4 o User t id

35| P AT R REARR SR ER 10,000 /std. 15,000 /std. @7 AR 99 L ARE S g 5 BIRR R E S User to provide
Calibration Curve (LC/MS/MS) standard with >99% purity for generating a 5-point calibration curve.

36 4~ $5 2 5.5p[3# MS Optimization 1,000 /std. 2,000 /std. d | it K ﬁ,’i—.'f‘:iﬂ B 99%11 3 52 da b 54 % gk o User to provide standard
(LC/MS/MS) with >99% purity & relevant references.
g 4 iv & #-2_Volatile Compound A 17T R 2 T & ¥ H o Total ion chromatograms and a list of identified

g [EEE o PR P 2,000 /sample 3,000 /sample = A 1TH T "”_47' ' g
Analysis (GC-MS) compounds will be provided.

5-1 |% A&JZ Pretreatment | 500 /sample 500 /sample ZipTip & SPE 2 # 2 k%5 - ZipTip or SPE Desalting & Concentration.

5-2 |% & J2 Pretreatment Il 1,000 /sample 1,000 /sample Trypsin f% % -k f2 2 2 % - Trypsin Digestion, ZipTip Desalting, & Concentration.

5-3 |# B2 Pretreatment I11 1,000 /sample 1,000 /sample SPME % B~ - SPME Extraction.

4 R  F 7 4R & A 32 {7 - Consultation services (includin
6-1 | 5 #ji5%39 Consultation 250 / 30 min 500 / 30 min rﬂ{% FERR e TSRS e ervices ( 9
data mterpretatlon and software training) can be conducted on-site or virtually.

6-2 | 7 3F £ Official Data Report 500 / case 500 / case & =+ F% - Digital copy only.

6-3 | £ % i* JR 5% Customized Services %R‘I‘%‘—'/“liﬁ % J ¥ ° Quotation upon request.

XA BEEEE - X FEEESI0B 9547 EE;>20 B O47E &;>30 B 8537 R 4;>50 B 8R4 o Xp % column 9 4rifk & - 10% off if providing your own column.

X5 &J2 & ik & - No discounts available for pretreatment services.




